
BRAF	Mutation	

Test	Description:		
Detection	of	BRAF	exon	15	mutations	in	melanoma.			

Indication:	
Mutations	in	the	BRAF	gene	are	found	in	~50‐60%	of	melanomas	with	BRAF	V600E	as	the	
most	common	mutation	type	(90%)	followed	by	V600K,	V600D,	and	V600R	(1,2).		Targeted	
therapy	using	selective	BRAF	inhibitors	(i.e.	PLX4032)	may	be	effective	in	cases	with	BRAF	
mutations	(3‐5).	However,	not	all	tumors	reveal	such	correlation	and,	therefore,	the	results	
of	mutational	testing	should	be	interpreted	in	the	context	of	the	histologic	findings	and	the	
patient’s	clinical	history.		
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Methodology:			
H&E	slides	are	reviewed	by	a	pathologist	to	confirm	the	specimen	adequacy	and	select	an	
area	of	tumor	for	the	molecular	analysis.	Tumor	cells	are	manually	microdissected	for	DNA	
isolation.	PCR‐based	DNA	Sanger	sequencing	is	used	for	detection	of	mutation.	

Loci	Tested:			
BRAF	exon	15	

Performed:		Mon‐Fri	

Reported:		Within	5	business	days	of	receipt.	

Specimens	Required:	
1	H&E	and	6	blank	slides	or	frozen	tissue.	

	

	



Shipment	Must	Include:	

 1 H&E	and	6	blank	slides	of	each	block	or	frozen	tissue 

 MAP lab requisition form 

 Patient’s pathology report 

	

	

	


